JLICEE 4 %i(2024.6.29)

3D A AT T R IEGE

MRFREAFRELHRE SR
R EES1=yh

REE S5

Number of studies

Pathogens 2023 Sep 19;12(9):1178. doi: 10.3390/pathogens12091178.

491 275 XAV RBREDZHE il
ICBT B2 ERXBH 2009FE D 5 {518

30
25 A

20 A

B FITORIA
GEES)

10 4

2000 - 2004 2005 - 2009 2010-2014 2015 - 2019 2020 - 2023

Years gy

7 VDRALAT S X VERE

<FJEHA> < EIEHALEE >
offifi %
N BARICERIG ORI
@ R (RIS =N
b @RS HKI12/5800088
*6708M%=FE\ (10F[)
o DARA
A - 0 &« s 3 2
201 7¥EICIHTI DY EEFRR! § = N (D e
e s el oIBA (EX
el vt WM € 10, iy A W (2 DURE
M. bovis _J  M.bovis |
Z‘ ;‘"’f”’e”.“". Y1A75X7 « KER M. bovis i< 5%
. bovigenitalium
M. californicum Y

M. alkalescens
M. alvi

M. arginini
M. bovirhinis
M. boviculi
M. dispar

M. verecumdum

B o Bwd¢ - RAENZE - hE %

W p)
FLB 2%




VAITSAVHABRZERDIFZRA Y LE?

& DI TOERMHEZ DI TREBL _
& BRAHARER journal homepage: wwiw. elsevier.com/locate/rvsc

Contents lists available at ScienceDirect

Research in Veterinary Science

AEDRCELSED

WEEDBBRET O ELE LT - Prevalence and risk factors of Mycoplasma bovis infection in dairy farms in [I)] ‘

i 1.

v
v
v WIDEHRETELE BEOHFC< W
v

Kiyokazu Murai’, Hidetoshi Higuchi> B AN Y 1 3T 5 AV BPIE AN I RO T 7 05 —H7?

VAN -
7‘!2‘?'473{@@ lJ 7’3 L\ . /0 D '(_ < l/ \ D:;,:Z.;, d Divi al Insitute of Animal Health, Agricult d Food h Organization, Tsukuba, lbaraki 305-
B H‘_\'bi\ D J(_‘) g— L) Laberatiey of AimalHealth, Dartment of Healthand Enironmenta Sieces, Shool of Veteriary Mediie, Rakuno Gakien Univeriy Ebetsu 069.8501, Japan
v AED BRI NEL< BB

ARTICLE INFO ABSTRACT

v E%"ﬁ}%?l_,% ‘ c k/J \a) b e D Keywrds: Mycoplasma mastitis s a dairy herd health problem with growing coneern in Japan. To ccmplement the lack of

Mastits epidemiological knowledge of the disease, we conducted estimation of herd-level prevalence and risk factor
" [ N Mycoplasma bos analysis for Mycoplasma bovis (M. bovis) mastits using data collected from Tokachi region, one of the nation's
v 4 ((_ 73\ é Prevalence largest milk producing area, in Hokkaido Prefecture in 2015. The herd-level prevalence was estimated at 3.8%
=1
Risk actor ():2.6%,5. region with 1

.. 0% to 14.3%.
v _M%@E’C\Bﬁﬂlﬁz (18 bi%ﬁﬁjﬁgﬁ D ) In this study, identified rsk P of with M. on farms were corp P
4 = — IEA farms and purchased cattle, after controlling for the herd size. Corporation-type farms may reflect higher fre-

quencies of moving cows and fomites to and from other farms, which increases the risk of pathogen introduction.
= | = ek =] 2 % Purchased cattle was considered as one of the major pathways of the disease incursion, and this finding high-

v ‘:'] LJ J: 2 EJIE‘{k D U]E =4 lighted the importance of more stringent separation or quarantine protocols when introducing cattle from
outside in Tokachi region. Due o the limited information available in this study and inherent nature of the study

SAMEDULWZRUES TT <) ERERA ! desigas, these results should be interpreted with caution and further research is needed.

Variable Category No. of No. of positive ~ P-value”
farms farms (%)
Q S 3
1-100 358 6(1.7) < WIVG AT ) —=v T DR
101-200 246 7 (2.8)
201- 180 17 (9.4)
Tie-stall 449 8(1.8)
Loose housing 335 22 (6.6)
Family-run 681 18 (2.6)
Corporation 103 12 (11.7)
Disinfection in barn No 140 321 = NE]
Yes 644 27 (4.2) mﬁ’jﬁ;ﬁ@ é‘;ﬁﬁﬂ"ﬁﬁ
Disinfection of area No 767 30 (3.9 1 ?{37 TA (ﬂEH‘\*ﬁfE
surrounding barn Yes 17 0(0) ‘
Disinfection of roads ona  No 500 18 (3.6) 0.700
premise Yes 284 12 (4.2) )
Disinfectant foot bath No 154 4(2.6) ﬁﬁ}?“_‘lﬂéo ﬁi@ﬁ$
Yes 630 26 (4.1) ‘ 417" A 3 ~
Yes 172 15 (8.7) 3 5
Use of automatic calf No 708 22 (31 J& < a %’ 1 ﬁrﬁ*ﬁg'@ :0)70:1 2 % )
feeder Yes 76 8(10.5)
Use of communal pasture  No 497 14 (2.8) 0.08
Yes 287 16 (5.6)
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Table 1. Characteristics of pathogenic infection from 160 bovine respiratory disease complex (BRDC) cases in Northeast China between 2016
and 2020

Pathogen SWEMKICHT LR 000 e

Cases/total cases, % (n =
160)*

Bacteria, 156
Pasteurclla multocida mﬁ H 0/ 1 2563
el 131.7% a5
Ma hacmolytica 12 750
His i 2 1375
Exc 14 1063
Streptococeus 1 658
Other bateria 7 138

ycoplasma spp. 01
M. dispar 5 x . 57 35.63
i YA AT AV 1 38.9% I B
M. bovirhinis 39 2138
M. alkalescens 30 1875
M. arginini 4 250
C ined species 2 1438

Virus Tt
Bovine herpesvirus-1 . 55 3438
Do bt e P TILAR 2 29.3% 5 15.00
Bovine parainfluenza virus type-3 21 13.13
Bovine parainflucnza virus type-5 [ 375
Bovine respiratory syncytial virus 27 1688
Bovine coronaviris il 6.5

Mixed infection 142 8875

Mixed infection of bacterium and other pathogens 18 7375

Mixed infection of virus and other pathogens 0 30

Mixed infection of M. bovis and other pathogens 38 2375

A total of 491 pathogens were detccted by PCR o reverse transeription-PCR from lung tissues of 160 BRDC cascs, of which 156 bacterial
strains accounted for 31.77%, 191 Mycoplasma strains accounted for 38.9%, and 144 viral strains accounted for 20.33%.
“Percentage of cases with single pathogen infection and mixed infection with different types of single pathogens,
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J Dairy Sci. 2023 Jan;106(1):676-689. doi: 10.3168/jds.2022-22212. Epub 2022 Nov 7.
Dynamics of subclinical pneumonia in male dairy calves in relation to antimicrobial therapy and production outcomes
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Table 4. Minimum inhibitory conce values of isolated bovis sampled on wk 2 and 6 of a veal calf production cycle (295

Belgian calves)

Antimicrobial'

Item Sample type GAM TIL TYL TIA ENRO | FFC | GEN DOX  OTC
Sampling wk 2

B2 BAL? >128  >128 >32 0.5 05 2 4 2 8

B3 BAL >128  >128 >32 025 025 2 4 2 8
Sampling wk 6

B6 BAL 61 >128 16 0.06 012 1 1 05 2

BI10 BAL >128  >128 >32 >2 05 4 2 1 4

ECOFF" >64 ND* >32 >0.5 >1 >16 >16 >4 >8
'GAM = gamithromycin; TIL = tilmicosin; FYE=tylosimFiA=tiammiim ENRO—= FFE=florfenicot, GEN—=

DOX = doxycycline; OTC = oxytetracycline
*Different samples taken from the same animal at a different time within the observation period.

*Broncho-alveolar lavage.

"Epidemiological cutoff values, based on the visual estimation method as previously described (Bokma et al., 2020c, 2021b)
°ND = not determined.
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